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STUDIES ON MUTATIONS OF p53 GENE IN HCCs

Peng Xiaomou Peng Wenwei Zhou Yuanping

(Department of Viral Hepatitis Research, Sun Yat-sen University
of Medical Sciences, Guangzhou, 510630)

In order to inverstigate mutations of p53 gene and their significance in hepatocarcinogenesisin HCCs, mutations
of p53 gene were studied in surgical rrmoved HCC specimens by means of PCR/ SSCP, PCR/ RFLP and sequencing.
Among 86 cases of HCC, the mutation rate of pS3 gene was 36%, that of codon 249 was 33. 7%. Mutation of
AGG/ Arg ZAGT/Ser in codon 249 w as found by DNA sequencing of a randomly selected HCC case w hich w as posi-
tive for both SSCP and RFLP analyses. These results suggested that the major mutation pattern of p53 gene in
HCCs from southern China was point mutations w hich mainly occurred in codon 249 with the same mutant spectrum

and pattern as these in high incidence regions of HCC.
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